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“Factors governing the establishment of the embryonic and
placental epigenomes”

DNA methylation is a critical epigenetic mark which mediates
transcriptional silencing. During early embryonic development, correct
patterning of DNA met ylatlon Is essential to prevent the expression of
transposons or lineage-inappropriate I\%enes We have Iidentifled a
transcriptional corepressor called ZMYMZ2 which alters the chromatin
environment to allow methylation and repression of germline genes and
transposons in somatic lineages. We have also found evidence indicating
that differences in underlying chromatin explain both how and why the
developing embryo and placenta develop strongly distinct patterns of DNA
methylation



