Date Speaker Title Recording
Jan. EBOH Students Non-Thesis Presentations
11,
2023
Jan. Andreas Ziegler (Cardio- Pre-processing and quality
18, Care) control of whole genome
2023 sequencing data: a case study
using 9000 whole genomes
from the GENESIS-HD study
Jan. Zoom - Erin Evelyn Derivation and Usefulness of Recording
25, Gabriel (UCopenhagen) Tight Symbolic Causal Bounds
2023
Feb. In-person - Alexandra Accommodating outlying
1, Schmidt (McGill) observations in
2023 environmental spatio-
temporal processes
Feb. Zoom - Yanxun Xu (Johns A Bayesian Decision Recording
8, Hopkins) Framework for Optimizing
2023 Sequential Combination
Antiretroviral Therapy in
People with HIV
Feb. In-person - Leo Is there a limit to human
15, Belzile (HEC longevity?
2023
Feb. In-person - Anna Bayesian Statistical Methods Recording
22, Heath (SickKids) for Clinical Trial Design
2023
Mar. NO SEMINAR - Study Break
1,
2023
Mar. In-person - Edward Bein The psychometrics of clinical Recording
8, trial endpoints derived from
2023 patient-reported outcome
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ﬂ

measures: Causal inference

validity
Mar. Zoom - Steffen Integration of survival data Recording
15, Ventz (UMinnesota) from multiple studies
2023
Mar. Zoom - Siyuan Modeling the Joint
22, Ma (Vanderbilt U) Distribution of Compositional
2023 Microbiome Data
Mar. In-person - Bouchra Copula-based regression Recording
29, Nasri (UMontreal) models: the good, the bad

2023 and the ugly
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