
Date Speaker Title Recording 

Jan. 

11, 

2023 

EBOH Students Non-Thesis Presentations    

Jan. 

18, 

2023 

Andreas Ziegler  (Cardio-

Care) 

Pre-processing and quality 

control of whole genome 

sequencing data: a case study 

using 9000 whole genomes 

from the GENESIS-HD study  

  

Jan. 

25, 

2023 

Zoom - Erin Evelyn 

Gabriel (UCopenhagen) 

Derivation and Usefulness of 

Tight Symbolic Causal Bounds  

Recording  

Feb. 

1, 

2023 

In-person - Alexandra 

Schmidt (McGill) 

Accommodating outlying 

observations in 

environmental spatio-

temporal processes  

  

Feb. 

8, 

2023 

Zoom - Yanxun Xu (Johns 

Hopkins) 

A Bayesian Decision 

Framework for Optimizing 

Sequential Combination 

Antiretroviral Therapy in 

People with HIV  

Recording  

Feb. 

15, 

2023 

In-person - Leo 

Belzile (HEC 

Is there a limit to human 

longevity? 

  

Feb. 

22, 

2023 

In-person - Anna 

Heath (SickKids) 

Bayesian Statistical Methods 

for Clinical Trial Design  

Recording  

Mar. 

1, 

2023 

NO SEMINAR - Study Break 

Mar. 

8, 

2023 

In-person - Edward Bein The psychometrics of clinical 

trial endpoints derived from 

patient-reported outcome 

Recording  

https://e1.envoke.com/m/3a84bd8af1b6f36baec60ccd1d518f94/m/27687465b20511f1c8063bc83ca89479/05cbd3d76ae968ef59324d6f98e87923?utm_medium=email&utm_campaign=Jan-11%3A-Biostats-seminar&utm_source=Envoke-Message-from-the-director&utm_term=Jan-11%3A-Biostatistics-Seminar-Series&eid=05cbd3d76ae968ef59324d6f98e87923
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https://www.mcgill.ca/epi-biostat-occh/channels/event/derivation-and-usefulness-tight-symbolic-causal-bounds-344477
https://www.mcgill.ca/epi-biostat-occh/channels/event/derivation-and-usefulness-tight-symbolic-causal-bounds-344477
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/ERrjMM94rMxPokm9iOotfXYBaONPnsvItKoIQ9lBcOtBxQ?e=nM7fRD
https://www.mcgill.ca/epi-biostat-occh/channels/event/accommodating-outlying-observations-environmental-spatio-temporal-processes-345697
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https://www.mcgill.ca/epi-biostat-occh/channels/event/accommodating-outlying-observations-environmental-spatio-temporal-processes-345697
https://www.mcgill.ca/spgh/channels/event/bayesian-decision-framework-optimizing-sequential-combination-antiretroviral-therapy-people-hiv-344478
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https://www.mcgill.ca/spgh/channels/event/bayesian-decision-framework-optimizing-sequential-combination-antiretroviral-therapy-people-hiv-344478
https://www.mcgill.ca/spgh/channels/event/bayesian-decision-framework-optimizing-sequential-combination-antiretroviral-therapy-people-hiv-344478
https://www.mcgill.ca/spgh/channels/event/bayesian-decision-framework-optimizing-sequential-combination-antiretroviral-therapy-people-hiv-344478
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/EV5n1tuVr3FDggPznwl9Du8B_QiQLQh2bPYKebBycMMI2g?e=bGGhhm
https://www.mcgill.ca/epi-biostat-occh/channels/event/there-limit-human-longevity-345518
https://www.mcgill.ca/epi-biostat-occh/channels/event/there-limit-human-longevity-345518
https://www.mcgill.ca/epi-biostat-occh/channels/event/bayesian-statistical-methods-clinical-trial-design-345571
https://www.mcgill.ca/epi-biostat-occh/channels/event/bayesian-statistical-methods-clinical-trial-design-345571
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/EfVmXy0c9LxGiNbFGfFlx2MBNkr7vMl8cGpEercX2h5mtw?e=cbZ6TU
https://www.mcgill.ca/epi-biostat-occh/channels/event/psychometrics-clinical-trial-endpoints-derived-patient-reported-outcome-measures-causal-inference-345893
https://www.mcgill.ca/epi-biostat-occh/channels/event/psychometrics-clinical-trial-endpoints-derived-patient-reported-outcome-measures-causal-inference-345893
https://www.mcgill.ca/epi-biostat-occh/channels/event/psychometrics-clinical-trial-endpoints-derived-patient-reported-outcome-measures-causal-inference-345893
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/EaRlRIR8R9xCroa686MQlpkBpUUypPrhs47FD2kecbkwbg?e=HjtvwZ


Date Speaker Title Recording 

measures: Causal inference 

validity 

Mar. 

15, 

2023 

Zoom - Steffen 

Ventz (UMinnesota) 

Integration of survival data 

from multiple studies  

Recording  

Mar. 

22, 

2023 

Zoom - Siyuan 

Ma (Vanderbilt U) 

Modeling the Joint 

Distribution of Compositional 

Microbiome Data  

  

Mar. 

29, 

2023 

In-person - Bouchra 

Nasri (UMontreal) 

Copula-based regression 

models: the good, the bad 

and the ugly 

Recording  

 

https://www.mcgill.ca/epi-biostat-occh/channels/event/psychometrics-clinical-trial-endpoints-derived-patient-reported-outcome-measures-causal-inference-345893
https://www.mcgill.ca/epi-biostat-occh/channels/event/psychometrics-clinical-trial-endpoints-derived-patient-reported-outcome-measures-causal-inference-345893
https://www.mcgill.ca/epi-biostat-occh/channels/event/integration-survival-data-multiple-studies-346597
https://www.mcgill.ca/epi-biostat-occh/channels/event/integration-survival-data-multiple-studies-346597
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/EdVeE_YnVM1IkXM64ShwqyUBw4UNp-22stqECYvAKQt5dA?e=MDDPSa
https://www.mcgill.ca/epi-biostat-occh/channels/event/modeling-joint-distribution-compositional-microbiome-data-345999
https://www.mcgill.ca/epi-biostat-occh/channels/event/modeling-joint-distribution-compositional-microbiome-data-345999
https://www.mcgill.ca/epi-biostat-occh/channels/event/modeling-joint-distribution-compositional-microbiome-data-345999
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https://www.mcgill.ca/epi-biostat-occh/channels/event/copula-based-regression-models-good-bad-and-ugly-347205
https://mcgill-my.sharepoint.com/:v:/g/personal/dolores_coleto_mcgill_ca/EWYrqQbd9VdCvc2OYMDDz2UB1yzkeU6e7D9JhL6l6i9AfQ?e=c0dlgJ

